Location
Change or comments

TEXT
Numerous editorial comments on the text were accepted.

TITLE
Reviewer 1:  We accept the change in the title.  This change increases the title from 107 characters to 120. 

ABSTRACT
Editor:  We rearranged the Abstract as suggested and added purpose and conclusion statements.  With these additions and to satisfy the 200-word abstract limit, extensive revision of the abstract was required.

p. 2, line 12
Reviewer 1:  We clarified that the sequence analyses were performed on the avenacinase-like genes. 


We accepted all the wording changes suggested on the “review copy” except that the comments on lines 12 to 13 (review copy) were necessarily modified to meet the 200-word abstract limit.

INTRODUCTION
Editor/Reviewer 2:  We added a statement indicating why it is important to differentiate among the three varieties of cereal take-all pathogens. 

p. 3, line 16/17
Editor:  Corrected the reference to Landschoot & Jackson, 1989.  

p. 3, line 22
Comment in the reviewed manuscript:  We replaced the reference Clarkson & Polley, 1981 with Hornby et al., 1998.

p. 5, line 4-9
Editor:  We re-wrote the end of the Introduction to include a clearer statement of our hypothesis and objectives .

RESULTS


p. 11, line 23
Editor/Reviewer 2:  We removed the statement about “mis-identified”. 

p. 12, line 2
Editor:  We removed references to “confirmation” of Ggg.  We also removed reference to the pathogenicity study from the Results. However, we do reference the pathogenicity study (Crozier, 1999) in the Discussion.  We hope that you will allow these revised comments about this separate study so that the reader will know that our interest in identification of Ggt/Ggg/Gga is not limited to molecular studies.  Considering the difficulties mycologically and pathologically for separately identifying Ggt and Ggg, we believe that “problems with identification” is valid and explains or adds to the concept of “loss of virulence in culture” to account for variation in phenotypes among putative Ggt isolates.   

DISCUSSION
Reviewer 2:  The Discussion section was extensively re-written. 

p. 15, lines 6 and 7
Question on the reviewed manuscript:  “Upstream” and “downstream” refer to gene orientation related to the direction of transcription.

p. 15, line 16 to 17
Reviewer 2:  We added a sentence specifically noting that our sample size was small (15 isolates of Ggt, 5 isolates of Gga, etc.) for a taxonomic study.

p. 16, line 23
Editor:  We believe that you actually intended to refer to p. 15, line 23.  We hope that you allow the revised statements that we make in the discussion concerning hyphopodia.  This information, again cited from our separate study (Crozier, 1999) contributes to the reader’s grasp of the idea that Ggt and Ggg phenotypes do overlap, and that identification is difficult.   

FIGURES


Figs. 1 to 6 legends
Reviewer 1:  We re-wrote the figure legends to have shorter titles.  We minimized “materials and methods” cognizant of the requirement that figures be able to stand separately from the text.

Fig. 1, legend p. 26, line 14
Reviewer 1:  We clarified the situation by eliminating the term “consensus” and changing the bolded nucleotide bases to highlight those that are different from the published sequence of Gga (U35463). The second use of the term “consensus” on line 15 now unambiguously refers only to restriction endonuclease sites present in all seven sequences.

Fig. 2 legend and figure, p. 27, line 3
Reviewer 1:  We re-drew that figure and re-wrote the legend so that the template and primers used are clearer.  The lanes without DNA are indicated in the new figure.

Figs. 2, 3, 6
Reviewer 1:  Labels for PCR products were corrected.

Fig. 4, panel B
Reviewer 2:  Mention was made of this artifact in the figure legend.

Fig. 5 p. 28, line 14
Reviewer 1:  “Lane 12” was a numbering error and was removed.

